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RAW SEQUENCE LISTING DATE: 03/04/2002 

PATENT APPLICATION : US/1 0/0 7 7 , 4 3 8 TIME: 14:44:16 

Input Set : A:\A0 8 0pct.txt 

Output Set: N:\CRF3\03042002\J077438.raw 



4 ;110.> APPLICANT: MacKay, Fabienne 

5 Browning, Jeffrey 

6 Ambrose, Christine 
Tschopp, Jurg 

3 Schneider, Pascal 

9 Thompson, Jeffrey 

10 BiDge.n, Inc. 

11 Apotech R*D S.A. 

13 H20- TITLE OF INVENTION: Baff Receptor (BCMA), An 

14 Immunoregulatory Agent 
16 :130 • FILE REFERENCE: A080PCT 

C--> 18 <140> CURRENT APPLICATION NUMBER: US/1 0/0 7 7 f 4 3 8 

C--> 19 <141> CURRENT FILING DATE: 2002-02-18 

2; :150 - PRIOR APPLICATION NUMBER: 60/149,378 

2 J -:15L- PRIOR FILING DATE: 1999- 08- 17 

24 -:150* PRIOR APPLICATION NUMBER: 60/181,684 

25 -:151 PRIOR FILING DATE: 2000-02-11 

2^ :150- PFIOR APPLICATION NUMBER: 60/183,536 

2H :151- PRIOR FILING DATE : 2000-02-18 

3U -.:160:> NUMBER OF SEQ ID NOS : 8 

32 -:170': SOFTWARE: FastSEQ for Windows Version 4.0 

34 -:210> SEQ ID NO: 1 

35 211> LENGTH: 184 

3 6 -2 12 • TYPE: PRT 

3" -21 3 • ORGANISM: homo sapien 

3 9 -.4 00 • SEQUENCE: I 



4 I ' 




Leu 










kjj.ii 


uys 






Ab 11 


bill 






asp 




41 


1 








5 










10 










15 




42 


Leu 


Leu 


His 


Ala 


Cys 


He 


Pro 


Cys 


Gin 


Leu 


Arg 


Cys 


Ser 


Ser 


Asn 


Thr 


4 3 








20 










25 










3 0 






4 4 


Pro 


Pro 


Leu 


Thr 


Cys 


Gin 


Arg 


Tyr 


Cys 


Asn 


Ala 


Ser 


Val 


Thr 


Asn 


Ser 


4 r > 






3 5 










4 0 










45 








4 6 


Val 


Lys 


Gly 


Thr 


Asn 


Ala 


He 


Leu 


Trp 


Thr 


Cys 


Leu 


Gly 


Leu 


Ser 


Leu 


4"^ 




50 










55 










60 










48 


I le 


lie 


Ser 


Leu 


Ala 


Val 


Phe 


Val 


Leu 


Met 


Phe 


Leu 


Leu 


Arg 


Lys 


He 


4 9 


t-5 










70 










75 










8 0 


50 


Ser 


Ser 


Glu 


Pro 


Leu 


Lys 


Asp 


Glu 


Phe 


Lys 


Asn 


Thr 


Gly 


Ser 


Gly 


Leu 


r - 










85 










90 










9 5 




c. 


LfU 


G I y 


Met 


A La 


A s n 


I le 


Asp 


Leu 


G 1 u 


Lys 


Ser 


Arg 


Thr 


Gly 


Asp 


G 1 u 


5 3 








100 










10 5 










1 10 






5 4 


I 1p 


I le 


Leu 


Pro 


A r g 


G 1 y 


Leu 


Gl u 


Tyr 


T h r 


Va 1 


G 1 u 


G 1 u 


Cys 


Thr 


Cys 


c r 






1 1 5 










120 










125 








5 6 


G 1 u 


Asp 


Cys 


I le 


Lys 


S e r 


Lys 


Pro 


Lys 


Va 1 


Asp 


Se r 


Asp 


Hi s 


C y s 


Phe 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/07 7 , 4 3 8 



DA r E : 0 3/04/20'. 
TIME: 14:44:16 



Input: Set : A:\A0 8 0pct.txt 

Output Set: N:\CRF3\03042002\J077438.raw 



1 3 0 



1 3 5 



: 8 Pro Leu Pro Ala Met Glu Glu Gly Ala Thr He 



0 j 



145 
Thr 



150 



155 



\SI1 Asp 



t Cys Lys Ser Leu Pro Ala Ala 
1*5 170 
:J He ;iu Lys Ser I le Ser Ala Arg 
, < 180 
. > -.210 • SEQ ID NO) : : 
m <2 1 1 • LENGTH : 552 
r 2 12 • TYPE: DNA 

;213 ■ ORGANISM: homo saplen 
•:400 • SEQUENCE: 2 

atgttgcaga tggctgggca gtgctcccaa aatgaatatt 
tgcatacctt gtcaacttcg atgttcttct aatactcctc 
gtaatgcaig tgtgaccaat tcagtgaa ig gaacgaatgc 
gact-ragct.t aataatttct ttggcagtit tcgtgctaat 
gc tc tgaa cc attaaaggac gagtttaaaa acacaggatc 
acattgacct ggaaaagagc aggactggtg atgaaattat 
cacg-itggaa gaatgcacct gtgaagactg catcaagagc 
ecattgcttt ccactcccag ctatggagga aggcgcaacc 
aatgactatt gcaagagcct gccagctgct ttgagtgcta 
ctgetaggt aa 

210 - SEQ ID NO: 'i 

211 • LENGTH : 2 07 

212 • TYPE: PRT 

213 • ORGANISM: homo saplen 
400 • SEQUENCE: 3 

Met Asp Thr Leu Leu Leu Trp Va 1 Leu Leu Leu 

1 5 10 

Thr Gly Met Leu Gin Met Ala Gly Gin Cys Ser 

2 0 2 5 

Asp Ser Leu Asp Val Thr Met Leu Gin Met Ala 

3 5 4 0 

Asn Glu Tyr Phe Asp Ser Leu Leu HLs Ala Cys 
50 55 



8 2 
8 < 
84 
8 r > 
8^ 
8H 

o o 

91 

C 'i 

c - 3 
94 



I 4 0 

Leu Val I'hr I'hr Lys 
160 

Leu Ser Ala Thr Glu 
175 



ttgacagttt 
c tctaacatg 
gattctctgg 
gtttttgcta 
aggtctcctg 
t ctcc gagag 
aaaccg aagg 
attctgtca c 
cggagataga 



gttgcatgct 
tcaggttatt 
acctgtttgg 
aggaaga taa 
ggcatggcta 
gcctcgagta 
tcgactctga 
ea^gaaaacg 
gaaatcaatt 



Trp Va 1 Pro G ly Ser 
15 

Gin Asn Glu Tyr Phe 

3 0 

Gly Gin Cys Ser Gin 
45 

He Pro Cys Gin Leu 

6 0 



6( 
12i 
18i 
24' 
30i 
36' 
4 2i 
4 8i 
54i 
552 



JLl JL1 ft J LI f ill P ll 



J J LLU 11 1 J hil 



9~ 65 70 75 80 

98 P2~o Cys Gin Leu Arg Cys Ser Ser Asn Thr Pro Pro Leu Thr Cys Gin 

9 9 8 5 90 9 5 

100 Arg Tyr Cys Asn Ala Ser Val Thr Asn Ser Val Lys Gly Gin Arg Tyr 

HI 100 105 110 

102 Cys Asn Ala Ser Val Thr Asn Ser Val Lys Gly Val Asp Lys Thr His 

10 3 115 120 12 5 

K'4 Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val 
1 ( -5 1 3 0 1 3 5 14 0) 

1O0 Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie Ser Arg Thr 

ltr H5 1 50 1 55 160 

108 Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu 

109 165 170 175 
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RAW SEQUENCE LISTING DATE: 0 3/0 4/ J 

r A TENT APPLICATION: US/ 1 0/0 7 7, 438 TIME: 14:44:1 



Input Set A:\A080pct.txt 

Output Set N:\CRF3\0 3 04 20 02\J0774 38 . raw 







Val 


I./s Ph 


e Asn Tip T 


yr Val Asp 


0 ly Va I G 1 u 


Va I His Asn 


Ala Lys 




l 






1 80 




185 


190 






Ihr 


Lys Pro Aig Glu Glu Gin T.T 


Asn Ser lyi 


Val Val Ser 


Val 








195 


2 J 0 




205 




1 • 


- 


• 2 1 0 


- SEO 


ID NO: 4 










i : 




< 2 1 1 


• LENG 


TH: 54 0 










1 1 




<212 


• TYPE 


: DNA 










1 1 


H 


< 213 


• ORGANISM: homo 


sap i en 








11! 




4 0 0 


• SEQUENCE : 4 










1 - 






agac ag 


acacactcct 


att atgggtg 


ctqctgctct 


gggttccagg 


ttccactggt 


12 




gaog 


t :acga 


tgttgcagat 


ggctgggcag 


tgctcccaaa 


atgaatattt 


tgacagtttg 


12 




t tgo 


itgc tt 


gcataccttg 


tea acttcga 


tgtt cttcta 


atactcctcc 


tctaacatgt 


12 


4 


cage 


jttatt 


gtaatgcaag 


t i "gac:aat 


tcagtg aaag 


ga gtcgacaa 


aactc acuca 


12 




tgee 


Mccgt 


geceag -ace 


tgaactcctg 


g.jgggaccgt 


eagtcttcct 


cttcc cccca 


12 


h 


aaa c 


;caagg 


acae.ee c cat 


gatct-cccgg 


acccctg agg 


+ . ^acatgegt 


ggtggtggac 


12 




gtga 


iccacg 


a a gaccctga 


ggtcaagttc 


aactaatacg 


t .jgacggcgt 


ggaggtgcat 


12 




aatg 


'caaga 


caaagee,;:: 


ggaggagcag 


tacati jagca 


cgta ::cgtgt 


ggtcagcgtc 


12 




otca 


;cgtcc 


tgcaccagga 


ctggctgaat 


ggcaaggagt 


a caagtgcaa 


ggtctccaac 


1 y, 


1 


:210 


• SEQ 


ID NO: 5 










1 j 




■ 2 11 


• LENGTH 14 0 










13 




■r212 


• TYPE 


: PR I' 










13 


4 


213 


ORGANISM: homo 


sap ien 









1 3 >■ ::400:- SEQUENCE : 5 

13" Leu Ihr Val Leu Ills Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 

13H 1 5 10 15 

13 ,J Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser 

14" 20 2 5 30 

14 1 Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro 

14 J 3 5 4 0 4 5 

14-' Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val 

144 SO 55 60 

14 5 Lys Gly Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly 
14'- 'O 7 0 7 5 8 0 
14" Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
14b 85 90 95 

1J 1 ' 'Uy ^er 1 t'ne Pffij lO ' y 10 y LUU 1111 Ual Asp Ljs Ay 1 M^y Trp iSln Hill 
15u 100 105 110 

151 Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His 

152 :i5 120 125 

15 3 1 y r Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
154 130 135 140 
156 • 210 - SEO ID NO: b 

15" 7 2 1 1 • LENGTH : 369 

158 :212> TYPE: DNA 

159 r 2 1 3 > ORGANISM homo sapien 

16 1 : 400> SEQUENCE . 6 

16 2 .jaaqccct.ee caqcccccat. cqa<iaaaacc atct ccaaaq eeaaaqqgea qccccqaqaa 
16-5 ccaraqqtqt acaccc t.qrc cccat cccqq qatqaqetga ceaaqaaeea qqtcaqcctq 
164 ( icet qeotqq t .caaaqqet t etat.eeeaqc qacateqccq t gqaqtqqqa qaqeaat qqq 
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• 














• 










RAW 


SEQUENCE 


LISTING 










DATE : 0 3 4 /2002 












PAT t 


INT A 


ppl i cat: 


( N : US/ 10/0 7 7 , 4 38 




I I ME : L4 : 44 : 1 b 












Inpi. 


it Se 




A:\A080pct. 


txt 






















Output Set 


N:\CRF3\0 3 04 2 0 02\J0 7 74 3 8 


. raw 








1 6 " 




e a q a q a 


aea i< 


,f aea a ua 


::cac 


qec? CC 


cqtqt tqq 


a c t c 


?qaeq q 


ct oct. : ct. t c 


*: 4 U 




If)''! 


:tctacauc i 


a get '. 


' a c e a t q g .1 c: a a g a g c: a g 1 t t g g c a g c : 


a q q q q a a c 


*q *.. 


ct r ct -a* qo 


* ,j 






tccgtgatg c 


a t q a g g 1 : t c t g c a c a a 


0 c a c t a c a c q c a g a 


a q a q 


JCt.CtC 


cc tgtc tc cc 


3 6 0 




I tin 


gggaaa tqa 
























3 6 9 






< 2 1 0 


- SEQ 


ID NO: 


-> 
























1H. 


• : 2 1 1 


• LENG 


TH: 184 
























l" j 


• : 2 .1 2 


• TYPE 


. PRT 


























l*\-» 


• ; 2 1 3 


• ORGANISM: 


homo sap i en 




















I " 5 


• ; 4 0 0 


• SE^'JENCE: 


-7 


























Met 


Leu Gin Met 


A 1 a 


G 1 y 


Gin 


Cys Ser 


Gin 


Asn 


G 1 u 


Tyr 


Phe 


Asp Ser 






r ,.. 


.1 














10 










15 






1'- M 


Le u 


Leu His Ala 


Cvs 


lie 


Pro 


Cvs Gin 


Leu 


Arq 


" v s 


Ser 


Se r 


Asn Ihr 






1^ 






2 0 


















3 








18H 


Pro 


Pro Le 


u Thr 


Cvs 


Gin 


Arg 


Tyr Cvs 


A.s n 


Ala 


Ser 


Val 


Tn r 


Asn Ser 






1 8 1 




3 5 










4 0 








4 5 










182 


Va L 


Lys G L 


y Thr 


Asn 


Ala 


I le 


Leu T rp 


TO r 


Cys 


Leu 


Gly 


Le u 


Ser Lea 






18 < 




5 0 








5 5 








6 0 












184 


lie 


lie Se 


r Leu 


Ala 


Val 


Phe 


Val Leu 


Met 


Phe 


Le u 


Leu 


A rq 


Lys He 






1 & :'- 


h 5 








n 0 








75 








80 






18h 


Ser 


Ser GLu Pro 


Leu 


Lys 


Asp 


Glu Phe 


Lys 


Asn 


T h r 


Gly 


Ser 


Gly Leu 






1ST 








3 5 








9 0 










9 5 






18* 


Leu 


Gly Met. Ala 


Asn 


lie 


Asp 


Leu Glu 


Lys 


Ser 


A rq 


Ihr 


G 1 y 


Asp Glu 






18'* 






1 0 0 








1 0 5 










11 0 










I. le 


[le Le 


u Pr d 


A rg 


Gly 


Leu 


Glu Tyr 


Thr 


Val 


G 1 u 


Glu 


Cys 


Thr Cys 






191 




1 1 










120 








125 










1 9 J 


01 u 


Asp Cy 


s I Le 


Lys 


Se r 


Lys 


Pro Lys 


Va 1 


Asp 


Ser 


Asp 


His 


Cys Phe 






1 9 3 




130 








135 








14 0 












194 


Pro 


Leu Pro Ala 


Met 


G 1 u 


Glu 


Gly Ala 


Thr 


He 


Leu 


Val 


Thr 


Thr Lys 






19 s 


145 








150 








155 








160 






19*. 


Thr 


Asn As 


P Tyr 


Cys 


Lys 


Sei 


Leu Pro 


Ala 


Ala 


Leu 


Ser 


Ala 


Thr Glu 






19"? 








16 5 








170 










175 






1 9 h 


lie 


Uu Ly 


s Ser 


He 


Ser 


Ala 


Arg 


















19" 






180 


























2 0 1 


•:210 


- SEQ 


ID NO: 


8 
























2 n 2 


■211 


- LENG 


TH: 995 
























2 0 3 


• 2 1 2 


• TYPE 


: DNA 


























204 


■:2 13 


■■• ORGANISM: 


Homo 


Sap ien 




















2 0 ft 


•:4 0 0 


> SEQUENCE : 


8 
























2 0 


aaga 


rtcaaa 


cttaga aac 


t tgaattagat gtggtattca 


a a t c 


cttacg 


tgccgcgaag 


6 0 




208 


dCdC 


agacag 




gtaag a a 


ecca 


egaa geaggegaag 


ttcattgttc 


tcaaca ttct 


120 




20 9 


agctgctctt 


get go 


atttg ct 


ctggaatt cttgtagaga 


tattacttqt 


^ctteeaggc 


180 




210 


tgtt 


-tttc t 


gtagc 


tcce 


t tgtttt 


cttt ttgtgatcat 


gttg 


cagatg 


jctgggcagt 


2 4 0 




2 1 1 


(J c t c 


:caaaa 


tqa atattt 


t gacagtttgt tqcatgcttg 


cataccttg t 


raacttcgat 


3 0 0 




212 


gttc 


ttctaa 


tactc 


c t c c 


t ctaacatgtc agcgttattg 


taatgcaagt 


} tqa cca a 1 1 


3 6 0 




2 1 


ca qtgaaaqq 


aaegaatgc 


g attctctgga cctgtttggg 


actgaqetta 


ataatttott 


4 20 




214 


tqq caqtttt. 


eg tqe 


taat 


q tttttg 


ctaa gqaagataaq 


ctctqaac 0 a 


ttaa a gga eg 


4 H 0 




2 15 


aqt. Lt.aa aaa 


ca caqqa t c 


a qqtctc 


rtqq qca tqqctaa 


ca ttqae ct. q 


qaaaaq aqra 


5 4 0 




2 1 t. 


gqart qq t q;j 


t.qaaat t at 


t ct t.coiaqaq qc( 


:tcqagt.a 


caoqq t qqaa 


qaa t.qra cot. 


f>0 0 




2 1 7 


Q t qaaqactq 


ca t. caaqaq 


c aaaecqaagq tcqact.ctqa 


cca tt qctt.t. 


ccaet f'ccdq 


f ) 6 0 
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RAW SEQUENCE LISTING L.V-.T H : 0 . 5 /0 4 /2 '» 0 2 

PAT El NT APPLICATION: US/ 1 0/0 7 7 , 4 3 8 ITMK: 14:44:1^ 

Input Set : A:\A080pct.txt 

Output Set : N : \CRF 3\0 3 0420 0 2\ JO 77438. raw 

_ 1 S :;t dtaaaj.ia a vicj'Mac:: a 1. 1 e t t,q tea ccacqaaaa" qaa f aa''t at taraagaqcc "~ 2 

^ 1 1 < t.qeeaqet.qe 1. 1. Iqaq t get acqyagatag aijaaat.raar t t.ct. get aqq t.aat.t.aaeca " a ! 

^2 ( ' t. t.tcqactca aqcaqtqcca ctttaaaaat ettttgtcag aatagat.qat qtqt caqatc 840 

22 1 t.cLttaqqat gactgtattt ttcagttgcc gatacaqctt tttgtcctct. aaetgtggaa 900 

222 aetcettarq ttagatatat ttctctaggt taetgttggg agcttaatgg tagaaactte 960 

223 cttggtttca tgattaaagt cttttttttt ectga 995 
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VERIFICATION SUMMARY DA IF: j V'- 1 V-Z 0 C 2 

PATENT APPI.ICAT K N : US/10/077, 438 TIMF: 14:44:16 

Input, Se ! . : A:\A080pct.txt 

Output Set : N:\CRF3\03042002\J077438.raw 

Ih M:^> : "urrent Application Number (lifters, Replaced Current Af 1 i ca t i on Number 

1 i M:2"l c : Current Filirw rate di iters. Replaced Current Filing I 'ate 
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